
−3.12

−0.92

1.28

3.49
rRNA methylation

G
S

Z
A *
A C *
A C F *
A F *
C F *
F *
F J *
J *
N *

NSUN3

DIMT1

TFB2M

TFB2M

TRMT112

WBSCR22 −0.7 0.7∆ e



−3

−2

−1

0

1

2

3

rRNA methylation
G

S
Z

on
−
off

# features = 14

1

1



A
 *

A
 C

 *

A
 C

 F
 *

A
 F

 *

C
 F

 *

F
 *

F
 J

 * J 
*

N
 *

−4

−2

0

2

4

rRNA methylation
G

S
Z


